Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.110; data-to-parameter ratio = 13.4.
Related literature
For background to strobilurin A and strobilurin analogs, see: Zhao et al. (2007) ; Balbaa (2007) ; Li et al. (2010); Zakharychev et al. (1999 Zakharychev et al. ( , 2001 . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). afford a product with a structure close to that of Strobilurin A (Zakharychev et al., 1999; Zakharychev et al., 2001 ).
Herein, we report the synthesis and crystal structure of this compound, diethyl-2,2′-(hydroxyimino)-3,3′-azino-di-butanoate.
A perspective view of the title compound, showing the atomic numbering scheme, is given in Fig. 1 
To an acetic acid (32 ml) solution of ethyl acetoacetate (15 g) was added a solution of sodium nitrite in water (25 ml) at 263 K, and the reaction mixture was poured to ice-water (100 ml), then the mixture was extracted three times with ether (50 ml). The extracts were washed with water, after which the solvent was distilled off to give a light yellow residue. This residue was dissolved in methanol (20 ml) and the solution was added dropwise to a mixture of hydrazine hydrate (2.9 g, 85%), methanol (50 ml) and water (37 ml) at 273 K, and the resulting mixture was stirred for six hours at the same temperature. The reaction mixture was extracted two times with ethyl acetate (50 ml), then the extracts were washed with water and dried over magnesium sulfate, filtered and the solvent was removed to give the crude product. The title compound was purified by column chromatography on silica gel using a mixture of dichloromethane and methanol (R f = Pale yellow block-like single crystals of the title compound suitable for X-ray diffraction studies were obtained after three weeks by slow evaporation from a mixture of dichloromethane and methanol at room temperature.
Refinement
The carbon-bound H-atoms were positioned geometrically and included in the refinement using a riding model with distances C-H = 0.96 Å (CH 3 ) and 0.97 Å (CH 2 ). And the oxygen-bound H-atoms were located in difference Fourier maps and refined with an O-H distance constrained to 0.85 Å. The isotropic displacement parameters for all H atoms were set equal to 1.2 U eq (for CH 2 ) or 1.5 U eq (for CH 3 and OH) of the carrier atom. 
Computing details

Figure 1
The molecular structure of the title compound with the atom numbering scheme [symmetry code: i) -x, -y, -z].
Displacement ellipsoids for non-hydrogen atoms are drawn at the 30% probability level. 
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